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=8 P M P K B R AE 2 0 2 2 2 9 13 0 0 0 4 37
Escherichia coli 0157, VT2 1 2 9 11 23
Escherichia coli 0157, VT1&2 1 1
Escherichia coli 091, VT1&2 1 2
Escherichia coli OUT, VT2 1 2
Escherichia coli 0111, VT1 1
Escherichia coli OUT, VT1&2 1 1
Escherichia coli 0121, VT1 1 1
Escherichia coli 0103, VT1 2 4 6
izpoe) L7 hREFIE 0 0 0 0 0 0 9 10 7 1 0 27
Leptospira spp. 1 2 4 7
Leptospira Australis 1 1
S Leptospira Autumnalis 1 1
# Leptospira Hebdomadis 3 8 1 12
bis) Leptospira Javanica 1 1
7 Leptospira Grippotyphosa 4 4
B Leptospira Sejroe 1 1
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BMERE MERRE 0 0 0 2 0 1 0 0 0 0 0 4
Human herpes virus 1 1 1
Human herpes virus 4 (EBV) 1 1
}EQ 1 2
R 0 1 3 2 0 1 3 1 3 4 0 19
Rhinovirus 1 1 2
Human herpes virus 4 (EBV) 2 2
Human herpes virus 6 1 1 1 3
SARS-CoV-2 1 1 2
REq 1 1 1 1 3 2 10
Ny AT A T BB BRIE 0 0 1 0 11 1 0 0 9 0 2 24
Enterococcus faecium, vanA# 11 1 9 2 23
Enterococcus faecium, vanBE! 1 1
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WA T1% 1
TE S T14/49%4 1 1 1 3
T138Y 1 1
5 8 1 1
5 FRO® 2 1 0 2 3 5 1 6 3 4 4 36
= Coxsackievirus A6 1 1 2 2 1 1 10
= Coxsackievirus A16 4 3 4 2 13
B Rhinovirus 1 2 1 1 8
2 Coxsackievirus A5 1 1
i 8 2 1 1 4
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